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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 
783-734d-30.rni. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 19:47:09 / Search time 5.02867 Seconds 

(without alignments) 
8558.022 Million cell updates/sec 

US-08-783-734D-30 
23 

1 tgttatatctggttattgaatgg 23 

IDE NT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post-processing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ 

2 : /EMC_Celerra_SIDS3/ptodata/2/ 

3 : /EMC_Celerra_SIDS3/ptodata/2/ 

4 : /EMC_Celerra_SIDS3/ptodata/2/ 

5 : /EMC_Celerra_SIDS3/ptodata/2/ 

6 : /EMC_Celerra_SIDS3/ptodata/2/ 

7 : /EMC_Celerra_SIDS3/ptodata/2/ 

8 : /EMC_Celerra_SIDS3/ptodata/2/ 

9 : /EMC_Celerra_SIDS3/ptodata/2/ 

10 : /EMC_Celerra_SIDS3/ptodata/2 



ina/ l_COMB . seq : * 
ina/5_C0MB . seq : * 
ina/6A_COMB . seq: * 
ina/6B_COMB.seq: * 
ina/7_COMB. seq: * 
ina/H_COMB.seq: * 
ina/PCTUS_COMB . seq : * 
ina/PP_COMB . seq : * 
ina/RE_COMB . seq : * 
/ina/backf ilesl . seq: 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 



SUMMARIES 



% 

Query 



> . 


Score 


Match Length DB 


ID 








Description 




1 


23 


100.0 


2868 


3 


us- 


08- 


780 


-562-8 


Sequence 8, 


Appli 


2 


23 


100.0 


3097 


2 


US- 


08- 


599 


-455B-1 


Sequence 1, 


Appli 


3 


23 


100.0 


3097 


3 


us- 


09- 


069 


-781B-1 


Sequence 1, 


Appli 


4 


23 


100.0 


3097 


3 


US- 


09- 


137 


-132-1 


Sequence 1, 


Appli 


5 


23 


100 .0 


3097 


3 


US- 


08- 


864 


-564A-1 


Sequence 1, 


Appli 


6 


23 


100.0 


3097 


3 


US- 


09- 


094 


-410-1 


Sequence 1, 


Appli 
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7 


23 


100 


. 0 


3097 


3 


US- 


08 


-708 


-123D-1 


Sequence 


1, Appli 




8 


23 


100 


. 0 


3097 


3 


us- 


08 


-583 


-153A-1 


Sequence 


1, Appli 




9 


23 


100 


. 0 


3097 


3 


us- 


08 


-570 


-142D-1 


Sequence 


1, Appli 




10 


23 


100 


. 0 


3097 


3 


us- 


08 


-638 


-524B-1 


Sequence 


1, Appli 




11 


23 


100 


. 0 


3097 


4 


us- 


09 


-950 


-149-1 


Sequence 


1, Appli 




12 


23 


100 , 


. 0 


3495 


3 


us- 


08 


-827 


-962-17 


Sequence 


17, Appl 




13 


23 


100 


. 0 


3650 


3 


us- 


08 


-837 


-635-5 


Sequence 


5, Appli 




14 


23 


100 , 


. 0 


3650 


3 


us- 


08 


-837 


-635-7 


Sequence 


7, Appli 




15 


23 


100 , 


. 0 


3650 


3 


us- 


08 


-827 


-962-16 


Sequence 


16, Appl 




16 


23 


100 , 


. 0 


3650 


3 


us- 


08 


-803 


-346-2 


Sequence 


2, Appli 




17 


23 


100 , 


.0 


3854 


2 


us- 


08 


-599 


-455B-42 


Sequence 


42 , Appl 




18 


23 


100 , 


.0 


3854 


3 


us- 


09 


-069 


-781B-42 


Sequence 


42 , Appl 




19 


23 


100 , 


.0 


3854 


3 


us- 


09 


-137 


-132-42 


Sequence 


42, Appl 




20 


23 


100 , 


.0 


3854 


3 


us- 


08 


-864 


-564A-42 


Sequence 


42 , Appl 




21 


23 


100 , 


.0 


3854 


3 


us- 


09 


-094 


-410-42 


Sequence 


42, Appl 




22 


23 


100 , 


. 0 


3854 


3 


us- 


08 


-708 


-123D-42 


Sequence 


42 , Appl 




23 


23 


100 , 


.0 


3854 


3 


us- 


08 


-638 


-524B-42 


Sequence 


42 , Appl 




24 


23 


100 , 


.0 


3854 


4 


us- 


09 


-950 


-149-42 


Sequence 


42, Appl 


c 


25 


19.8 


86 . 


. 1 


3018 


3 


us- 


09 


-949 


-016-4756 


Sequence 


4756, Ap 


c 


26 


19 . 8 


86 . 


, 1 


52494 


3 


us- 


09 


-949 


-016-16498 


Sequence 


16498, A 




27 


18 . 8 


81 , 


. 7 


123 


3 


us- 


09 


-313 


-294A-1350 


Sequence 


1350, Ap 




28 


17.8 


77 , 


.4 


601 


3 


us- 


09 


-949 


-001-334 


Sequence 


334, App 




29 


17 . 8 


77 , 


.4 


312957 


3 


us- 


09 


-949 


-001-31 


Sequence 


31, Appl 




30 


17 . 8 


77 , 


.4 


312972 


3 


us- 


09 


-949 


-001-34 


Sequence 


34, Appl 


c 


31 


17 .2 


74 , 


. 8 


543 


3 


us- 


09 


-248 


-796A-7493 


Sequence 


7493, Ap 




32 


17 .2 


74 , 


. 8 


588 


3 


us- 


09 


-248 


-796A-3595 


Sequence 


3595, Ap 




33 


17 . 2 


74 , 


. 8 


599 


3 


us- 


09 


-917 


-254-20 


Sequence 


20. AddI 




34 


17 .2 


74 - 


. 8 


599 


4 


us- 


09 


-880 


-107-3826 


Sequence 


3826, Ap 




35 


17 .2 


74 . 


.8 


601 


3 


us- 


09 


-949 


-016-56677 


Sequence 


56677, A 




36 


17.2 


74 . 


.8 


150032 


3 


us- 


09 


-949 


-016-14321 


Sequence 


14321, A 




37 


17.2 


74 . 


.8 


636591 


3 


us- 


09 


-949 


-016-11808 


Sequence 


11808, A 




38 


17.2 


74 . 


.8 


636591 


3 


us- 


09 


-949 


-016-13388 


Sequence 


13388, A 




39 


17.2 


74 . 


.8 


1664976 


3 


us 


I-08-916-421B-1 


Sequence 


! 1, Appl: 




40 


17.2 


74 . 


.8 


1664976 


3 


us 


1-09-692-570-1 


Sequence 


; 1, Appl: 


c 


41 


16.8 


73 . 


.0 


601 


3 


us- 


09 


-949 


-002-8614 


Sequence 


8614, Ap 


c 


42 


16.8 


73 . 


.0 


2088 


3 


us- 


09 


-134 


-001C-1504 


Sequence 


1504, Ap 


c 


43 


16.8 


73 . 


.0 


2265 


3 


us- 


09 


-710 


-279-1295 


Sequence 


1295, Ap 


c 


44 


16.8 


73 . 


.0 


2982 


3 


us- 


09 


-710 


-279-4062 


Sequence 


4062, Ap 


c 


45 


16.8 


73. 


.0 


3041 


3 


us- 


09 


-710 


-279-4193 


Sequence 


4193, Ap 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-30.rnpbm. 

start 

Go Back to previous p ag e 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 19:48:31 



Search time 37.8753 Seconds 
{ wi t hou t al ignmen t s ) 
7461.730 Million cell updates/sec 



US-08-783-734D-30 
23 

1 tgttatatctggttattgaatgg 23 



Scoring table: I DENT I TY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



37784340 



Database 



Publ i s hed_App 1 i c a t i on s_NA_Ma in : 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3 /ptodata/2/pubpna/US07_PUBCOMB . seq : * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB.seq: 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB.seq: 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB.seq: 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBCOMB.seq: 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB . seq : 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB . seq : 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB.seq: 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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1 




23 


100 , 


. 0 


2679 


6 


US -10-278-733 -14 


Sequence 14 , Appl 




2 




23 


100 


. 0 


2868 


2 


US-08-779-457-8 


Secruence 8 . AddIi 




3 




23 


100 


. 0 


2868 


6 


US-10-214-802 -8 


Secruence 8 , AddH 




4 




23 


100 , 


. 0 


2868 


9 


US-10-921-710-8 


Sequence 8, Appli 




5 




23 


100 


. 0 


2868 


15 


US -11- 192 -219-8 


Sequence 8 , Appli 




6 




23 


100 


. 0 


3097 


6 


US-10-079-625-1 


Sequence 1 , Appli 




7 




23 


100 , 


. 0 


3097 


16 


US-11-202-330-1 


Sequence 1, Appli 




8 




23 


100 , 


. 0 


3489 


6 


US -10-278- 73 3 -18 


Secruence 18 . AddI 




9 




23 


100 , 


. 0 


3656 


6 


US -10-226 -579-1 


Spmipnce 1. AddH 




10 




23 


100 , 


. 0 


3799 


16 


US -11- 136-527-2058 


Secruence 2 058. Ad 




11 




23 


100 , 


. 0 


3854 


6 


US -10-079 -625-42 


Spfnipncp 4 2 AddI 

k_J ^ u ^ live / ^/ 




12 




23 


100 , 


. 0 


3854 


16 


US -11-202-330-42 




c 


13 


19 


. 8 


86 , 


, 1 


598 


4 


US -09- 925 -065A- 659704 


Cprnipripp 6^9704 


c 


14 


19 


. 8 


86 , 


, 1 


598 


5 


US-09-925-065A-659704 


Spcnipnce 659704 


c 


15 


19 


. 8 


86 , 


, 1 


610 


4 


US -09 -92 5 - 06 5A- 571055 


Sprri]f : »nr , ( :a R71055 


c 


16 


19 


. 8 


86 , 


, 1 


610 


5 


US-09-925-065A-571055 


Sequence 571055, 


c 


17 


19 


. 8 


86 . 


. 1 


616 


12 


US- 10 -301 -480 -29273 5 


Sequence 292735, 


c 


18 


19 


. 8 


86 . 


, 1 


616 


12 


US -10-301-480-906144 


Spcni^npf* 906144 




19 


19 


. 8 


86 . 


. 1 


620 


4 


US-09-925-065A-204616 


Sequence 204616, 




20 


19 


. 8 


86 . 


. 1 


620 


5-- 


US-09-925-065A-204616 


Sequence 204616, 


c 


21 


19 


. 8 


86 . 


, 1 


6021 


3 


US-09-819-247-1 


Sequence 1, Appli 


c 


22 


19 


. 8 


86 . 


, 1 


6021 


8 


US-10-428-225-1 


Sequence 1, Appli 


c 


23 


19 


. 8 


86 . 


, 1 


6021 


10 


US- 10 -450-763- 14985 


Seouence 14985 A 


c 


24 


19 


. 8 


86 , 


, 1 


6021 


12 


US- 10 -960 -4 14 -487 


SpfTiipnrp 4fi7 Add 


c 


25 


19 


. 8 


86 . 


, 1 


100596 


10 


US -10- 73 7-082 -92 


Rpfnipnrp 9P AddI 


c 


26 


19 


. 8 


86 . 


, 1 


100596 


10 


US -10-765-790-92 


Spmipnrp 99 Add! 




27 


18 


. 8 


81 . 


, 7 


1748 


8 


US -10-4 24 -599 -17613 


Secruence 17613 A 


c 


28 


18 


. 4 


80 , 


. 0 


588 


12 


US -10-301-480-479059 


RpfiiipnfP 4 7 905 9 


c 


29 


18 


. 4 


80 . 


, 0 


588 


12 


US- 10 -301-480- 1092468 




c 


30 


18 


. 4 


80 . 


, 0 


596 


4 


US-09-925-065A-413011 


fipfnipnrp 41*^011 


c 


31 


18 


.4 


80 . 


, 0 


596 


5 


US -09-925-06 5A-413011 


Secru^npp 41*^011 




32 


18 


.4 


80 . 


, 0 


5763 


7 


US -10-311 -455- 1262 


Spaiipncp 12 69 Ad 


c 


33 


18 


.2 


79 . 


, 1 


168 


9 


US -10-425-115-35 04 4 


Secruence 35044 A 




34 


18 


. 2 


79 . 


, 1 


288 


9 


US -10-425-115-162806 


Sprnipnrp 


c 


35 


18 


. 2 


79 . 


, 1 


500 


4 


US -09 -925 -065A- 165765 




c 


36 


18 


.2 


79 . 


, 1 


500 


5 


US -09- 925 -065A- 165765 


Secruence 165765 


c 


37 


18 


. 2 


79 . 


1 


508 


12 


US- 10- 301 -480 -258037 


fiPrnipnfp 2 5ft 0^7 

O ^ LX 11 V/ £t J O V/ -J f f 


c 


38 


18 


.2 


79 . 


1 


508 


12 


US- 10- 301 -480- 87144 6 






39 


18 


.2 


79 . 


1 


1109 


8 


US -10-425-1 14 -14290 


Spcnipnrp 14290 A 




40 


18 


.2 


79. 


1 


1201 


9 


US -10 -425 -115-156297 


Sequence 156297, 




41 


18 


.2 


79. 


1 


3673778 


7 


US-10-312-841-1 


Sequence 1, Appli 


c 


42 


17 


.8 


77. 


4 


433 


4 


US-09 -925 -065A- 665207 


Sequence 665207, 


c 


43 


17 


.8 


77. 


4 


433 


5 


US- 09 -925 -065A- 665207 


Sequence 665207, 


c 


44 


17 


.8 


77. 


4 


463 


8 


US-10-767-701-11953 


Sequence 11953, A 


c 


45 


17 


.8 


77. 


4 


565 


4 


US-09-925-065A-631937 


Sequence 631937, 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-30.rnpbn. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search; using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 29, 2006, 19:57:54 ; Search time 3.35245 Seconds 

(without alignments) 
8112.698 Million cell updates/sec 

US-08-783-734D-30 
23 

1 tgttatatctggttattgaatgg 23 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing : Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



1619540 



Database : 



Published_Applications_NA_New: < 

1 : /EMC_Celerra_SIDS3/ptodata/: 

2 : /EMC_Celerra_SIDS3/ptodata/ 

3 : /EMC_Celerra_SIDS3/ptodata/ 

4 : /EMC_Celerra_SIDS3/ptodata/ 

5 : /EMC_Celerra_SIDS3/ptodata/ 

6 : /EMC_Celerra_SIDS3/ptodata/ 

7 : /EMC_Celerra_SIDS3/ptodata/ 

8 : /EMC_Celerra_SIDS3/ptodata/ 



l/pubpna/US09_NEW_PUB . seq : * 
l/pubpna/US06_NEW_PUB . seq : * 
l/pubpna/US07_NEW_PUB . seq : * 
l/pubpna/US08_NEW_PUB . seq : * 
l/pubpna/PCT_NEW_PUB . seq : * 
l/pubpna/US10_NEW_PUB . seq : * 
l/pubpna/USll_NEW_PUB . seq : * 
l/pubpna/US60_NEW_PUB . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
NO. 



Score 



% 

Query 

Match Length DB 



ID 



Description 



c 


1 


19 


.8 


86 


1 


6021 


7 


US- 


11 


-266 


-748A-32165 


Sequence 


32165, 


A 


c 


2 


19 


.8 


86 


1 


6021 


7 


US- 


11 


-266 


-748A-32166 


Sequence 


32166, 


A 


c 


3 


19 


.8 


86 


1 


6021 


7 


US- 


11 


-266 


-748A-32167 


Sequence 


32167, 


A 


c 


4 


18 


.8 


81 


7 


1757 


6 


US- 


10 


-953 


-349-18576 


Sequence 


18576, 


A 


c 


5 


18 


8 


81 


7 


1788 


7 


US- 


11 


-216 


-545-5800 


Sequence 


5800, 


Ap 


c 


6 


17 


8 


77 


4 


1472 


6 


US- 


10 


-953 


-349-29147 


Sequence 


29147, 


A 




7 


17 


2 


74 


8 


482 


7 


US- 


11 


-266 


-748A-169065 


Sequence 


169065 






8 


17 


2 


74 


8 


635 


7 


US- 


11 


-266 


-748A-54489 


Sequence 


54489, 


A 
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9 


17 


. 2 


74 


. 8 


640 


7 


us - 


■11 


-266 


- 748A- 263 107 


Qpmipnnp 


26*^1 07 


Q 


10 


17 


. 2 


74 


Q 
• O 


640 


7 


us - 


11 


-266 


-748A-323624 




^2*^624 

O ^ J O ^ f 




11 


17 


. 2 


74 


ft 
• o 


752 


7 


us - 


11 


-266 


-748A-3620'*0 


CprniP'nr'o 


J D £t \J *J O / 




12 


17 


. 2 


74 


. 8 


752 


7 


us - 


11 


-266 


-74 8A-38781 1 




JO / O -L -L / 


Q 


13 


17 


. 2 


74 


. 8 


752 


7 


us - 


11 


-266 


-748A-445409 


Cprnipnpp 


44 54 09 




14 


17 


. 2 


74 


. 8 


945 


7 


us- 


11 


-266 


-748A- 188794 


*3 ^ 1 l*w C 


188794 , 




15 


17 


. 2 


74 


. 8 


961 


7 


us- 


11 


-266 


-748A-397745 


Secmenrp 


397745 , 


c 


16 


17 


. 2 


74 


. 8 


961 


7 


us- 


11 


-266 


-748A-468791 


Sf a fTi3f :i nr*p 


468791 , 




17 


17 


. 2 


74 


. 8 


1094 


7 


US- 


11 


-266 


-74 8A- 73574 


CprniPTlPP 


7^574 A 


c 


18 * 


17 , 


. 2 


74 


. 8 


1094 


7 


US- 


11 


-266 


-748A- 126385 




1 26*^ 85 




19 


17 - 


. 2 


74 


. 8 


6432 


7 


US- 


11 


-217 


-529-82021 




82021 A 




20 


17 , 


. 2 


74 


. 8 


1142 9 




US- 


10 


-517 


-44 1 -479 




4 7Q Atiti 




21 


17 . 


. 2 


74 


. 8 


11429 


6 


US- 


10 


-517 


-441-753 




7 5 *^ Ann 


Q 


22 


16 , 


. 8 


73 


. 0 


333 


7 


us - 


11 


-266 


-74 fiA- 1 7224 0 


C rn lonro 

OC^UCllLC 


1 7224 0 




23 


16 . 


, 8 


73 


. 0 


333 


7 


us - 


11 


-266 


-74ftA- 24 55^ 5 

/Ion *± _) _) j j 




24 55*^5 


c 


24 


16 . 


. 8 


73 


. 0 


1147 


7 


us - 


11 


-266 


-748A- 9401^ 




94 01 ~k A 




25 


16 . 


. 8 


73 


. 0 


1147 


7 


US- 


11 


-266 


-748A- 146824 

/ *x on x^x o o tt 


Cprfi lean r*^ 


1 46ft 24 


c 


26 


16 . 


. 8 


73 . 


. 0 


1781 




us - 


10 


-953 


-349-35542 


C Ci/TT 1 pn <^ o 


^5542 A 




27 


16 . 


. 6 


72 . 


. 2 


487 


7 


us- 


11 


-266 


-748A-307010 




^0701 0 




28 


16 . 


. 6 


72 . 


. 2 


1000 


7 


US- 


11 


-266 


-748A-220653 


C. ^ UCliUC 


2206 5** 

O O J f 




29 


16 . 


. 6 


72 . 


. 2 


1000 


7 


US- 


11 


-266 


- 74RA- 284 005 


Cprnipnpp 


2R4005 




30 


16 , 


. 6 


72 , 


. 2 


1000 


7 


US- 


11 


-266 


- 74 flA- 3^54*}4 


Qprrnpnpp 


J J -J *I J *X 1 




31 


16 . 


. 6 


72 , 


. 2 


1000 


7 


US- 


11 


-266 


-748A-393867 


RpmiPTipp 


393867 , 


c 


32 


16 . 


. 6 


72 , 


. 2 


1000 


7 


US- 


11 


-266 


- 748A-464 913 




464913 , 


c 


33 


16 . 


. 6 


72 , 


. 2 


1734 


7 


US- 


11 


-217 


-529-2269 


G o rn l pti r* p 


22 6 9 An 




34 


16 , 


. 6 


72 , 


. 2 


2906 


7 


us - 


11 


-266 


-748A- 24 954 


R p m lpnnp 


24954, A 




35 


16 , 


. 6 


72 , 


. 2 


3 088 




us - 


10 


-44 9 


-902 -2 0524 


Q om ion r"o 




Q 


36 


16 . 


, 4 


71 , 


. 3 


1050 


o 


TTC _ 


J- \J 


-471 
*± / x 


-571 A-2467 


Q ppti i pn f" 1 p 


2467 &r\ 
Z *i D / / rip 




37 


16 . 


, 4 


71 , 


, 3 


1322 


7 


us - 


11 


-2 1 6 


-545-1 5ft 6 

3 1 -J 1 JOQ 


Qpm i pn /™"p 


x D 0 D r ■"■P 




38 


16 . 


, 4 


71 . 


. 3 


1954 


7 


us - 


11 


-140 

llv 


-450-1 1 0 

t J U X -L \J 


Q p m i pn p p 


110 Inn 




39 


16 . 


, 4 


71 . 


. 3 


1954 


7 


US- 


11 


-292 


-951-19 


Q p m i pn r* p 


1 9 Annl 




40 


16 . 


.2 


70 . 


.4 


309 


7 


us- 


11 


-266 


-748A-95119 


Secfuence 


95119, A 


c 


41 


16. 


2 


70. 


.4 


309 


7 


us- 


11 


-266 


-748A- 147930 


Sequence 


147930, 


c 


42 


16. 


2 


70. 


.4 


647 


7 


us- 


11 


-266 


-748A-416821 


Sequence 


416821, 




43 


16. 


2 


70. 


,4 


1000 


7 


us- 


11 


-266 


-748A-198331 


Sequence 


198331, 


c 


44 


16. 


2 


70. 


,4 


1209 


6 


us- 


10 


-449 


-902-1300 


Sequence 


1300, Ap 


c 


45 


16 . 


2 


70. 


,4 


1216 


6 


us- 


10 


-449 


-902-3674 


Sequence 


3674, Ap 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-31.rni. 

start 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 

Run on: June 29, 2006, 19:47:09 ; Search time 5.90323 Seconds 

(without alignments) 
8558.022 Million cell updates/sec 

Title: US-08-783-734D-31 
Perfect score: 27 

Sequence: 1 cattaaatgatttattatcagaattgc 27 

Scoring table: 



I DENT I TY_NUC 
Gapop 10.0 , Gapext 1.0 



Searched: 1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post -processing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ 

2 : /EMC_Celerra_SIDS3/ptodata/2/ 

3 : /EMC_Celerra_SIDS3/ptodata/2/ 

4 : /EMC_Celerra_SIDS3/ptodata/2/ 

5 : /EMC_Celerra_SIDS3/ptodata/2/ 

6 : /EMC_Celerra_SIDS3/ptodata/2/ 

7 : /EMC_Celerra_SIDS3/ptodata/2/ 

8 : /EMC_Celerra_SIDS3/ptodata/2/ 

9 : /EMC_Celerra_SIDS3/ptodata/2/ 

10 : /EMC_Celerra_SIDS3/ptodata/2 



ina/ l_COMB . seq : * 
ina/5_COMB. seq: * 
ina/6A_COMB . seq : * 
ina/6B_COMB . seq : * 
ina/7_C0MB. seq: * 
ina/H_COMB . seq : * 
ina/PCTUS_COMB . seq : * 
ina/PP_COMB . seq : * 
ina/RE_COMB . seq : * 
/ina/backf ilesl . seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the scpre of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



SUMMARIES 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 


20 


8 


77 


.0 


966 


3 


US-09-134-001C-53 


2 


20 


2 


74 


.8 


1206 


3 


US-09-248-796A-1184 


3 


20 


2 


74 


.8 


14602 


2 


US-08-597-236-1 


4 


20 


2 


74 


.8 


14602 


2 


US-08-746-682A-1 


5 


19 


8 


73 


.3 


1830121 


3 


US-09-557-884-1 


6 


19 


8 


73 


.3 


1830121 


3 


US-09-643-990A-1 



Sequence 53, Appl 
Sequence 1184, Ap 
Sequence 1, Appli 
Sequence 1, Appli 
Sequence 1, Appli 
Sequence 1, Appli 
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7 


19 


. 8 


73 


.3 


1830121 


3 


US-10 


1-158 


i-865-1 


Sequence 1, Appl; 




8 


19 


.6 


72 


.6 


501 


3 


us- 


09- 


248- 


796A-4330 


Sequence 


4330, Ap 


c 


9 


19 


.6 


72 


.6 


3034 


5 


us- 


09- 


430- 


590E-102 


Sequence 


102, App 




10 


19 


.6 


72 


.6 


44870 


3 


us- 


09- 


949- 


016-12554 


Sequence 


12554, A 




11 


19 


. 6 


72 


. 6 


44881 


3 


us- 


09- 


949- 


016-16349 


Sequence 


16349, A 




12 


19 


.2 


71 


. 1 


372 


3 


us- 


09- 


248- 


796A-1381 


Sequence 


1381, Ap 


c 


13 


19 


.2 


71 


. 1 


2760 


3 


us- 


09- 


198- 


484-1 


Sequence 


1, Appli 




14 


19 


.2 


71 


.1 


84870 


3 


us- 


09- 


949- 


016-17547 


Sequence 


17547, A 


c 


15 




19 


70 


.4 


969 


3 


us- 


09- 


830- 


230A-424 


Sequence 


424, App 


c 


16 




19 


70 


.4 


1020 


3 


us- 


09- 


830- 


230A-423 


Sequence 


423, App 


c 


17 




19 


70 


.4 


1106 


2 


us- 


08- 


020- 


245A-2 


Sequence 


2, Appli 


c 


18 




19 


70 


.4 


1106 


2 


us- 


08- 


396- 


957A-2 


Sequence 


2 , Appli 


c 


19 




19 


70 


.4 


2304 


2 


us- 


08- 


020- 


245A-1 


Sequence 


1, Appli 


c 


20 




19 


70 


.4 


2304 


2 


us- 


08- 


396- 


957A-1 


Sequence 


1, Appli 




21 


18 


. 8 


69 


.6 


6507 


3 


us- 


09- 


949- 


016-15053 


Sequence 


15053, A 


c 


22 


18 


.8 


69 


.6 


48691 


3 


us- 


09- 


949- 


016-16308 


Sequence 


16308, A 




23 


18 


.6 


68 


.9 


650 


3 


us- 


09- 


669- 


751-180 


Sequence 


180, App 




24 


18 


. 6 


68 


. 9 


816 


3 


us- 


09- 


270- 


767-13129 


Sequence 


13129, A 




25 


18 


. 6 


68 


.9 


44100 


3 


us- 


09- 


719- 


554-63 


Sequence 


63, Appl 




26 - 


18 


. 6 


68 


. 9 


45484 


3 


us- 


09- 


949- 


016-12967 


Sequence 


12967, A 




27 


18 


. 6 


68 


. 9 


50000 


3 


us- 


09- 


662- 


254B-23 


Sequence 


23, Appl 




28 


18 


. 6 


68 


.9 


132871 


3 


us- 


09- 


949- 


016-13863 


Sequence 


13863, A 




29 


18 


. 6 


68 


.9 


161607 


3 


us- 


09- 


949- 


016-12210 


Sequence 


12210, A 


c 


30 


18 


.6 


68 


.9 


818128 


3 


us- 


09- 


949- 


016-14546 


Sequence 


14546, A 


c 


31 


18 


.6 


68 . 


.9 


818128 


3 


us- 


09- 


949- 


016-14547 


Sequence 


14547, A 


G 


32 


18 


.6 


68 - 


.9 


818128 


3 


us- 


09- 


949- 


016-14548 


Sequence 


14548, A 


c 


33 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14549 


Sequence 


14549, A 


c 


34 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14550 


Sequence 


14550, A 


c 


35 


18 


. 6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14551 


Sequence 


14551, A 


c 


36 


18 


. 6 


68 , 


. 9 


818128 


3 


us- 


09- 


949- 


016-14552 


Sequence 


14552, A 


c 


37 


18 


. 6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14553 


Sequence 


14553, A 


c 


38 


18 


. 6 


68 . 


.9 


818128 


3 


US- 


09- 


949- 


016-14554 


Sequence 


14554, A 


c 


39 


18 


. 6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14555 


Sequence 


14555, A 


c 


40 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14556 


Sequence 


14556, A 


c 


41 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14557 


Sequence 


14557, A 


c 


42 


18 


.6 


68, 


.9 


818128 


3 


us- 


09- 


949- 


016-14558 


Sequence 


14558, A 


c 


43 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14559 


Sequence 


14559, A 


c 


44 


18 


.6 


68 . 


.9 


818128 


3 


us- 


09- 


949- 


016-14560 


Sequence 


14560, A 


c 


45 


18 


.6 


68 , 


.9 


818128 


3 


us- 


09- 


949- 


016-14561 


Sequence 


14561, A 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 19:57:54 ; Search time 3.93548 Seconds 

(without alignments) 
8112.698 Million cell updates/sec 

US-08-783-734D-31 
27 

1 cattaaatgatttattatcagaattgc 27 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

Searched: 809770 seqs, 591248006 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



1619540 



Database : 



Published 
/EMC_Ce 
/EMC_Ce 
/EMC_Ce 
/EMC_Ce 
/EMC_Ce 
/EMC__Ce 
/EMC_Ce 
/EMC Ce 



App 1 i c a t i on s_NA_New : 
lerra_SIDS3/ptodata/ 
lerra_SIDS3/ptodata/ 
lerra_SIDS3/ptodata/ 
lerra_SIDS3/ptodata/ 
lerra_SIDS3 /ptodat a/ 
lerra_SIDS3 /ptodat a/ 
lerra_SIDS3 /ptodat a/ 
lerra_SIDS3 /ptodat a/ 



l/pubpna/US09_NEW_PUB . seq: * 
l/pubpna/US06_NEW_PUB . seq: * 
l/pubpna/US07_NEW_PUB . seq : * 
l/pubpna/US08_NEW_PUB . seq : * 
l/pubpna/PCT_NEW_PUB . seq: * 
l/pubpna/US10_NEW_PUB . seq : * 
l/pubpna/USll_NEW_PUB . seq : * 
l/pubpna/US60_NEW_PUB . seq : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query- 
Match Length DB 



ID 



Description 





1 


19.8 


73 


.3 


138443 


7 


US- 


11 


-266 


-748A-60103 


Sequence 


60103, A 


c 


2 


19.6 


72 


.6 


480 


7 


us- 


11 


-266 


-748A- 14601 


Sequence 


14601, A 


c 


3 


19.6 


72 


.6 


1000 


7 


us- 


11 


-266 


-748A-283079 


Sequence 


283079, 




4 


19.6 


72 


6 


1000 


7 


us- 


11 


-266 


-748A-309719 


Sequence 


309719, 


c 


5 


19.6 


72 


6 


3034 


7 


us- 


11 


-238 


-031-102 


Sequence 


102, App 


c 


6 


19.6 


72 


6 


4860 


7 


us- 


11 


-266 


-748A-29410 


Sequence 


29410, A 




7 


19 


70 


4 


663 


7 


us- 


11 


-199 


-489A-21 


Sequence 


21, Appl 




8 


19 


70 


4 


1000 


7 


us- 


11 


-266 


-748A-204243 


Sequence 


204243, 
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9 


18 


. 8 


69 


. 6 


684973 


7 


US- 


11 


-266 - 


748A-32013 


Sequence 


32013, A 


c 


10 


18 


. 6 


68 


. 9 


265 


7 


us- 


11 


-266 - 


748A-369240 


Sequence 


369240, 




11 


18 


. 6 


68 


. 9 


265 


7 


US- 


11 


-266 - 


748A-452619 


Sf* nuance 


452619, 


c 


12 


18 


. 6 


68 


. 9 


344 


7 


US- 


11 


-266 - 


748A-5696 


SecriiP'nce 

i^l i x w 


5696, Ap 


c 


13 


18 


. 6 


68 


. 9 


608 


7 


US- 


11 


-266- 


748A-81406 


Sequence 


81406, A 




14 


18 


. 6 


68 


. 9 


608 


7 


us- 


11 


-266- 


748A-134217 


Sequence 


134217 , 


c 


15 


18 


. 6 


68 


. 9 


958 


7 


US- 


11 


-266- 


748A-57125 




57125, A 


c 


16 


18 


. 6 


68 


, 9 


958 


7 


us- 


11 


-266- 


748A-224637 


Secruence 


224637 , 




17 


18 


. 6 


68 . 


, 9 


1000 


7 


us- 


11 


-266- 


748A-200345 


Sequence 


200345, 




18 


18 


. 6 


68 . 


, 9 


1000 


7 


us- 


11 


-266- 


748A-206315 


Sequence 


206315, 


c 


19 


18 


. 6 


68 , 


, 9 


1091 


7 


us- 


11 


-266- 


748A-256695 


Sequence 


256695 , 




20 


18 


. 6 


68 , 


. 9 


1091 


7 


us- 


11 


-266- 


748A-317212 


Sequence 


317212 , 




21 


18 


. 6 


68 , 


. 9 


1337 


6 


us- 


10 


-953 - 


349-22500 


Sequence 


22500, A 




22 


18 


. 6 


68 , 


. 9 


1430 


7 


US- 


11 


-216 - 


545-7445 


Seouence 


7445, Ap 


c 


23 


18 


. 6 


68 , 


. 9 


1703 


7 


us- 


11 


-266- 


748A-357507 


Sequence 


357507, 


c 


24 


18 


. 6 


68 , 


. 9 


1703 


7 


us- 


11 


-266- 


748A-386400 


Sequence 


386400, 




25 


18 


. 6 


68 . 


. 9 


1703 


7 


us- 


11 


-266- 


748A-440886 


Sequence 


440886, 




26 


18 


. 6 


68 . 


. 9 


56093 


7 


US- 


11 


-266- 


748A-61305 


Sequence 


61305, A 


c 


27 


18 


. 6 


68 . 


, 9 


340000 


7 


US- 


11 


-266- 


748A-61353 


Sequence 


61353, A 




28 


18 


. 6 


68 . 


, 9 


1071650 


7 


us 


1-11-266 


-748A-22664 


Sequence 22664, A 


c 


29 


18 


. 2 


67 . 


,4 


311 


7 


US- 


11 


-266- 


748A-166009 


Sequence 


166009, 




30 


18 


. 2 


67 . 


,4 


311 


7 


us- 


11 


-266- 


748A-244142 


Sequence 


244142, 




31 


18 


. 2 


67 . 


,4 


885 


7 


us- 


11 


-266- 


748A-118748 


Sequence 


118748, 


c 


32 


18 


.2 


67 . 


,4 


885 


7 


us- 


11 


-266- 


748A-160912 


Sequence 


160912, 




33 


18 


. 2 


67 . 


,4 


1051 


7 


us- 


11 


-266- 


748A-85113 


Sequence 


85113, A 


c 


34 


18 


. 2 


67 . 


, 4 


1051 


7 


us- 


11 


-266- 


748A-137924 


Sequence 


137924, 




35 


18 


.2 


67 . 


, 4 


1656 


7 


US- 


11 


-217- 


529-78831 


Sequence 


78831, A 


c 


36 


18 


.2 


67 . 


, 4 


3132 


7 


US- 


11 


-217- 


529-77436 


Sequence 


77436, A 


c 


37 


18 


.2 


67 , 


, 4 


3357 


6 


us- 


10 


-449- 


902-21840 


Sequence 


21840, A 




38 


18 


.2 


67 . 


, 4 


5040 


6 


US- 


10 


-449- 


902-24467 


Sequence 


24467, A 


c 


39 


18 


.2 


67 , 


, 4 


684973 


7 


us- 


11 


-266- 


748A-32013 


Sequence 


32013, A 


c 


40 


18 


66. 


,7 


511 


7 


us- 


11 


-266- 


748A-17986 


Sequence 


17986, A 


c 


41 


18 


66, 


.7 


983 


7 


us- 


11 


-266- 


748A-267502 


Sequence 


267502, 




42 


18 


66. 


.7 


983 


7 


us- 


11 


-266- 


748A-328019 


Sequence 


328019, 




43 


18 


66 . 


.7 


1000 


7 


us- 


11 


-266- 


748A-212714 


Sequence 


212714, 




44 


18 


66 . 


.7 


1318 


7 


us- 


11 


-266- 


748A-58178 


Sequence 


58178, A 




45 


18 


66. 


.7 


1508 


6 


us- 


10 


-449- 


902-4960 


Sequence 


4960, Ap 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-31.rnpbm. 

start 

Go Back to previous pag e 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score : 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 19:48:31 ; Search time 44.4624 Seconds 

(without alignments) 
7461.730 Million cell updates/sec 

US-08-783-734D-31 
27 

1 cattaaatgatttattatcagaattgc 27 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 

18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



37784340 



Post -processing: 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database : 



Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB . s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.s 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. 

/ EMC_Ce 1 e r r a_S IDS3/ptodata/2/ pubpna / US 0 9 B_PUBCOMB . 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C__PUBCOMB. 

/ EMC_Ce le rra_S IDS 3 /p todat a/ 2 /pubpna/ US 1 0A_PUBCOMB . 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB. 

/ EMC_Ce le r ra_S IDS3 /p todat a/ 2 /pubpna/US 1 0C_PUBCOMB . 

/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBCOMB 
/ EMC_Ce 1 e r ra_S I DS 3 /p t oda t a/ 2 /pubpna/US 1 1 A_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB 



ieq: * 
ieq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 
seq: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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1 


21 


. 8 


80 


. 7 


582 




2 


21 


. 8 


80 


. 7 


582 




3 


21 , 


. 8 


80 


. 7 


632 




4 


21 , 


. 8 


80 


. 7 


632 




5 


21 - 


. 8 


80 


. 7 


634 




6 


21 , 


. 8 


80 


. 7 


634 




7 


21 , 


. 8 


80 


. 7 


634 




8 


21 , 


. 8 


80 


. 7 


634 


Q 


9 


21 , 


. 8 


80 


. 7 


638 


c 


10 


21 , 


. 8 


80 


. 7 


638 




11 


20 , 


. 8 


77 


. 0 


966 


c 


12 


20, 


. 2 


74 


. 8 


536 


c 


13 


20 , 


. 2 


74 


. 8 


600 


c 


14 


20 . 


. 2 


74 


. 8 


600 


c 


15 


19 , 


. 8 


73 


. 3 


544 


c 


16 


19 . 


. 8 


73 


. 3 


544 


c 


17 


19 . 


. 8 


73 


. 3 


547 


c 


18 


19 . 


. 8 


73 


. 3 


547 


c 


19 


19 . 


. 8 


73 


. 3 


600 


c 


20 


19 . 


. 8 


73 , 


. 3 


729 


c 


21 


19 . 


. 8 


73 


. 3 


729 


c 


22 


19 , 


. 8 


73 . 


. 3 


902 


c 


23 


19 , 


. 8 


73 . 


. 3 


902 




24 


19 , 


, 8 


73 . 


. 3 


1765 




25 


19 . 


. 8 


73 . 


. 3 


302250 


c 


26 


19 . 


, 8 


73 . 


. 3 


302250 




27 


19 , 


, 8 


73 . 


. 3 


302250 


c 


28 


19 . 


. 8 


73 - 


. 3 


302250 




29 


19 , 


. 8 


73 , 


. 3 


417576 




30 


19 . 


. 8 


73 , 


. 3 


1830121 




31 


19 . 


. 8 


73 . 


. 3 


1830121 




32 


19 . 


. 8 


73 . 


, 3 


1830121 


c 


33 


19 . 


. 6 


72 , 


. 6 


347 




34 


19 . 


. 6 


72 , 


, 6 


444 




35 


19 . 


, 6 


72 , 


, 6 


444 




36 


19 . 


, 6 


72 . 


, 6 


444 




37 


19 . 


, 6 


72 . 


. 6 


444 




38 


19 . 


, 6 


72 . 


. 6 


472 




39 


19 . 


6 


72 . 


. 6 


472 




40 


19 . 


, 6 


72 . 


. 6 


472 




41 


19. 


6 


72 . 


.6 


472 


c 


42 


19. 


6 


72 . 


,6 


551 




43 


19. 


6 


72 . 


,6 


819 


c 


44 


19. 


6 


72 . 


.6 


1923 


c 


45 


19. 


6 


72 . 


.6 


1923 



4 US-09- 925- 065A-346391 

5 US-09-925-065A-346391 
12 US- 10-301-480-209648 
12 US- 10 -301-480 -823 057 

4 US- 09 -925 -065A- 110091 

5 US- 09 -925 -065A- 110091 
12 US- 10 -301 -480 -2142 07 
12 US-10-301-480-827616 

4 US-09-925-065A- 115221 

5 US-09-925-065A- 115221 
8 US-10-724-972A-2913 

8 US-10-424 -599 -128789 

6 US- 10 -027 -632 -226907 

7 US- 10 -027 -632 -226907 
12 US- 10 -301-480 -518239 
12 US- 10 -301 -480 -113 1648 

4 US-09-925-065A-461262 

5 US-09-925-065A-461262 
16 US-11-052-554A-468 
12 US- 10-3 01-480 -536352 
12 US- 10-3 01-480 -114 9761 
12 US- 10-301-480 -536351 
12 US- 10-301-480 -114 9760 
10 US-10-795-159-281 

3 US-09-962-832-154 
3 US-09-962-832-154 
10 US-10-843-641A-6040 
10 US- 10-843- 64 1A-6040 
10 US-10-795-159-684 

8 US-10-329-670-1 

9 US-10-158-865-1 

10 US-10-981-687-1 

3 US-09-732-627A-3962 

4 US-09- 925- 065A- 599994 

5 US-09- 925- 065A- 599994 
12 US- 10 -301-480-22564 
12 US- 10 -301-480- 635973 

6 US -10 -027 -632 -96609 

6 US- 10 -027 -632 -319014 

7 US- 10-027 -632 -96609 

7 US- 10- 027 -632 -319014 
3 US-09-867-701-6279 

8 US-10-282-122A-34171 
10 US- 10 -750- 185 -38883 
10 US- 10 -750 -623 -38883 



Sequence 346391, 
Sequence 346391, 
Sequence 209648, 
Sequence 823057, 
Sequence 110091, 
Sequence 110091, 
Sequence 214207, 
Sequence 827616, 
Sequence 115221, 
Sequence 115221, 
Sequence 2913, Ap 
Sequence 128789, 
Sequence 226907, 
Sequence 226907, 
Sequence 518239, 
Sequence 1131648, 
Sequence 461262, 
Sequence 461262, 
Sequence 468, App 
Sequence 536352, 
Sequence 1149761, 
Sequence 536351, 
Sequence 1149760, 
Sequence 281, App 
Sequence 154, App 
Sequence 154, App 
Sequence 6040, Ap 
Sequence 6040, Ap 
Sequence 684, App 
Sequence 1, Appli 
Sequence 1, Appli 
Sequence 1, Appli 
Sequence 3962, Ap 
Sequence 599994, 
Sequence 599994, 
Sequence 22564, A 
Sequence 635973, 
Sequence 96609, A 
Sequence 319014, 
Sequence 96609, A 
Sequence 319014, 
Sequence 6279, Ap 
Sequence 34171, A 
Sequence 38883, A 
Sequence 38883, A 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-10.rai. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 14:22:56 ; Search time 31 Seconds 

(without alignments) 
2272.973 Million cell updates/sec 

US-08-783-734D-10 
4321 

1 MMCQKFYWLLHWEFLYVIA IPSNVKKFYIHGMCTVLFMD 805 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 



650591 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database : 



Issued_Patents_AA: * 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/ EMC_Ce 1 e r r a_S I DS 3 
/EMC Celerra SIDS3 



/ EMC_Ce 1 e r r a_S I DS 3 _ 
/EMC_Celerra_SIDS3/ptodata/2/ 



/ptodata/2/iaa/5_COMB . pep : * 
/ptodata/2/iaa/6_COMB.pep: * 
/ptodata/2/iaa/7_COMB.pep:* 
/ptodat a/2 / iaa/H_COMB . pep : * 
/ptodat a/ 2 / iaa/ PCTUS_COMB . pep : 1 
/ptodat a/2 /iaa/RE_COMB .pep : * 
/ptodata/2/iaa/backf ilesl .pep: 1 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



SUMMARIES 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 


4271 


98 


.8 


894 


1 


US- 


08 


-599 


-455B-2 


Sequence 


2, 


Appli 


2 


4271 


98 


.8 


894 


2 


us- 


09 


-069 


-781B-2 


Sequence 


2, 


Appli 


3 


4271 


98 


8 


894 


2 


us- 


08 


-618 


-957A-12 


Sequence 


12, 


Appl 


4 


4271 


98 


8 


894 


2 


us- 


09 


-137 


-132-2 


Sequence 


2, 


Appli 


5 


4271 


98 


8 


894 


2 


us- 


08 


-864 


-564A-2 


Sequence 


2, 


Appli 


6 


4271 


98 


8 


894 


2 


us- 


09 


-094 


-410-2 


Sequence 


2, 


Appli 


7 


4271 


98 


8 


894 


2 


us- 


08 


-708 


-123D-2 


Sequence 


2, 


Appli 


8 


4271 


98 


8 


894 


2 


us- 


08 


-583 


-153A-2 


Sequence 


2, 


Appli 


9 


4271 


98 


8 


894 


2 


us- 


08 


-570 


-142D-2 


Sequence 


2, 


Appli 
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10 


4271 


98 


. 8 


894 


2 


US- 


08 


-638 


11 


4271 


98 . 


. 8 


894 


2 


US- 


10 


-095 


12 


4271 


98 . 


. 8 


894 


2 


US- 


09 


-950 


13 


4271 


98 , 


. 8 


1162 


1 


US- 


08 


-599 


14 


4271 


98 . 


. 8 


1162 


2 


US- 


09 


-069 


15 


4271 


98 . 


. 8 


1162 


2 


US- 


09 


-137 


16 


4271 


98 . 


. 8 


1162 


2 


US- 


08 


-864 


17 


4271 


98 , 


. 8 


1162 


2 


US- 


09 


-094 


18 


4271 


98 . 


. 8 


1162 


2 


US- 


08 


-708 


19 


4271 


98 , 


. 8 


1162 


2 


US- 


08 


-638 


20 


4271 


98 , 


. 8 


1162 


2 


US- 


09 


-950 


21 


4147 


96 , 


. 0 


896 


1 


US- 


08 


-640 


22 


4031 


93 , 


. 3 


783 


2 


US- 


08 


-780 


23 


3 991 


92 , 


. 4 


1162 


2 


US- 


08 


-803 


24 


3983 


92 . 


. 2 


895 


2 


US- 


08 


-827 


25 


3983 


92 , 


. 2 


1162 


2 


US- 


08 


-827 


26 


3977 


92 , 


. 0 


1162 


2 


US- 


08 


-827 


27 


3947 


91 . 


, 3 


895 


2 


US- 


08 


-827 


28 


3355 


77 . 


. 6 


804 


2 


US- 


09 


-116 


29 


3340 


77 , 


, 3 


896 


2 


US- 


08 


-780 


30 


3340 


77 , 


. 3 


923 


2 


US- 


08 


-780 


31 


3340 


77 . 


. 3 


1165 


1 


US- 


08 


-599 


32 


3340 


77 , 


. 3 


1165 


2 


US- 


09 


-093 


33 


3340 


77 . 


. 3 


1165 


2 


US- 


09 


-069 


34 


3340 


77 . 


. 3 


1165 


2 


US- 


08 


-618 


35 


3340 


77 . 


. 3 


1165 


2 


US- 


09 


-137 


36 


3340 


77 , 


. 3 


1165 


2 




09 


-094 


37 


3340 


77 , 


. 3 


1165 


2 


us - 


08 


-708 


38 


3340 


77 . 


. 3 


1165 


2 


us - 


08 


JO J 


39 


334 0 


77 . 


3 


1165 


2 


us - 


08 




40 


334 0 


77 


. j 


1 ICC 
JLIO J 


O 


TTO _ 

uo 


\J O 


/ o u 


41 


3340 


77. 


.3 


1165 


2 


us- 


08 


-638 


42 


3340 


77. 


,3 


1165 


2 


us- 


10 


-095 


43 


3340 


77. 


.3 


1165 


2 


us- 


09 


-950 


44 


3328 


77. 


.0 


896 


2 


us- 


08 


-618 


45 


3328 


77 . 


.0 


896 


2 


us- 


09 


-357 



524B-2 


Sequence 


2, Appli 


929-12 


Sequence 


12, Appl 


149-2 


Sequence 


2, Appli 


455B-43 


Sequence 


43, Appl 


781B-43 


Sequence 


43, Appl 


132-43 


Sequence 


43, Appl 


564A-43 


Sequence 


43, Appl 


410-43 


Sequence 


43, Appl 


123D-43 


Sequence 


43, Appl 


524B-43 


Sequence 


43, Appl 


149-43 


Sequence 


43, Appl 


389A-12 


Sequence 


12 , Appl 


562-7 


Sequence 


7, Appli 


346-1 


Sequence 


1, Appli 


962-19 


Sequence 


19, Appl 


962-15 


Sequence 


15, Appl 


962-20 


Sequence 


20, Appl 


962-21 


Sequence 


21, Appl 


676-10 


Sequence 


10, Appl 


562-3 


Sequence 


3, Appli 


562-4 


Sequence 


4, Appli 


455B-4 


Sequence 


4, Appli 


814-1 


Sequence 


1, Appli 


781B-4 


Sequence 


4, Appli 


957A-11 


Sequence 


11, Appl 


132-4 


Sequence 


4, Appli 


410-4 


Sequence 


4, Appli 


123D-4 


Sequence 


4, Appli 


153A-4 


Sequence 


4, Appli 


142D-4 


Sequence 


4, Appli 


562-2 


Sequence 


2, Appli 


524B-4 


Sequence 


4, Appli 


929-11 


Sequence 


11, Appl 


149-4 


Sequence 


4, Appli 


957A-10 


Sequence 


10, Appl 


914-33 


Sequence 


33, Appl 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-10.rapbm. 

start 

Go Back to previous pag e 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on : 



Title: 

Perfect score: 
Sequence: 



June 29, 2006, 14:23:16 



US-08-783-734D-10 
4321 

1 MMCQKFYWLLHWEFLYVIA. 



Search time 91 Seconds 
(without alignments) 
4097.670 Million cell updates/sec 



, IPSNVKKFYIHGMCTVLFMD 805 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : 



2097797 



Published_Applications_AA_Main: * 

1: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 

NO. 


Score 


Query 

Match Length DB 


ID 










Description 


1 


4271 


98 


.8 


894 


2 


US- 


08 


-779 


-457 


-51 


Sequence 51, Appl 


2 


4271 


98 


.8 


894 


4 


us- 


10 


-079 


-625 


-2 


Sequence 2, Appli 


3 


4271 


98 


.8 


894 


4 


us- 


10 


-095 


-929 


-12 


Sequence 12, Appl 


4 


4271 


98 


.8 


894 


5 


us- 


10 


-921 


-710 


-51 


Sequence 51, Appl 


5 


4271 


98 


.8 


894 


6 


us- 


11 


-026 


-133 


-12 


Sequence 12, Appl 


6 


4271 


98 


.8 


894 


6 


us- 


11 


-202 


-330 


-2 


Sequence 2, Appli 


7 


4271 


98 


8 


1162 


4 


us- 


10 


-079 


-625 


-43 


Sequence 43, Appl 


8 


4271 


98 


8 


1162 


6 


us- 


11 


-202 


-330 


-43 


Sequence 43, Appl 


9 


4265 


98 


7 


1162 


4 


us- 


10 


-226 


-579 


-2 


Sequence 2, Appli 


10 


4031 


93 


3 


783 


2 


us- 


08 


-779 


-457 


-7 


Sequence 7, Appli 
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11 


4031 


93 , 


. 3 


783 


4 


US- 


10 


-214 


-802-7 


Sequence 


7, 


ApDli 


12 


4031 


93 


. 3 


783 


5 


US- 


10 


-921 


-710-7 


Sequence 


7, 




13 


4031 


93 , 


. 3 


783 


s 


US- 


11 


-192 


-219-7 


Sequence 


7, 


ir lr -*- 


14 


3355 


77 


. 6 


804 


3 


US- 


09 


-116 


-676-10 


Sequence 


10, 


Appl 


15 


3340 


77 


. 3 


896 


2 


US- 


08 


-779 


-457-3 


Sequence 


3, 


Appli 


16 


3340 


77 


.3 


896 


4 


us- 


10 


-214 


-802-3 


Sequence 


3, 


Appli 


17 


3340 


77 , 


.3 


896 


4 


us- 


10 


-373 


-624A-2 


Sequence 


2, 


Appli 

re 


18 


3340 


77 , 


.3 


896 


5 


us- 


10 


-774 


-721-10 


Sequence 


10, 


Appl 


19 


3340 


77 , 


.3 


896 


5 


us- 


10 


-921 


-710-3 


Sequence 


3, 


Appli 

Err 


20 


3340 


77 , 


.3 


896 


6 


us- 


11 


-192 


-219-3 


Sequence 


3, 


Appli 


21 


3340 


77 , 


.3 


923 


2 


us- 


08 


-779 


-457-4 


Sequence 


4 , 


Appli 


22 


3340 


77 , 


.3 


923 


4 


us- 


10 


-214 


-802-4 


Sequence 


4 , 


Appli 


23 


3340 


77 , 


.3 


923 


5 


us- 


10 


-921 


-710-4 


Sequence 


4 , 


Appli 


24 


3340 


77 , 


.3 


923 


6 


us- 


11 


-192 


-219-4 


Sequence 


4 , 


Appli 


25 


3340 


77 , 


.3 


925 


5 


us- 


10 


-492 


-403A-15 


Sequence 


15, 


Appl 


26 


3340 


77 . 


.3 


1165 


2 


us- 


08 


-779 


-457-2 


Sequence 


2 , 


Appli 


27 


3340 


77 , 


.3 


1165 


3 


us- 


09 


-894 


-039-1 


Sequence 


1, 


Appli 


28 


3340 


77 , 


.3 


1165 


4 


us- 


10 


-095 


-929-11 


Sequence 


11/ 


Appl 


29 


3340 


77 . 


,3 


1165 


4 


us- 


10 


-214 


-802-2 


Sequence 


2, 


Appli 

tr tr 


30 


3340 


77 . 


.3 


1165 


4 


us- 


10 


-226 


-579-4 


Sequence 


4, 


Appli 

trtr 


31 


3340 


77 , 


,3 


1165 


5 


us- 


10 


-921 


-710-2 


Sequence 


2 , 


Appli 


32 


3340 


77 . 


.3 


1165 


5 


us- 


10 


-893 


-315-73 


Sequence 


73, 


Appl 


33 


3340 


77 . 


,3 


1165 


6 


us- 


11 


-026 


-133-11 


Sequence 


11, 


Appl 


34 


3340 


77 , 


,3 


1165 


6 


us- 


11 


-192 


-219-2 


Sequence 


2, 


Appli 


35 


3340 


77 , 


.3 


1165 


6 


us- 


11 


-202 


-330-4 


Sequence 


4 , 


Appl i 


36 


3333 


77 . 


, 1 


1167 


5 


us- 


10 


-893 


-315-87 


Sequence 


87 , 


AddI 


37 


3328 


77 , 


. 0 


896 


4 


us- 


10 


-095 


-929-10 


Sequence 


10 , 


AppI 


38 


3328 


77 . 


. 0 


896 


6 


us- 


11 


-026 


-133-10 


Sequence 


10, 


ApdI 


39 


3328 


77 . 


. 0 


906 


4 


us- 


10 


-095 


-929-9 


Sequence 




Appli 


40 


3328 


77 . 


.0 


906 


6 


us- 


11 


-026 


-133-9 


Sequence 


9, 


Appli 

tr tr 


41 


3328 


77. 


.0 


958 


4 


us- 


10 


-095 


-929-8 


Sequence 


8, 


Appli 


42 


3328 


77. 


.0 


958 


6 


us- 


11 


-026 


-133-8 


Sequence 


8, 


Appli 


43 


3326 


77. 


.0 


1165 


4 


us- 


10 


-079 


-625-4 


Sequence 


4, 


Appli 


44 


3323 


76 . 


,9 


960 


4 


us- 


10 


-095 


-929-3 


Sequence 


3, 


Appli 


45 


3323 


76 . 


.9 


960 


6 


us- 


11 


-026 


-133-3 


Sequence 


3, 


Appli 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-10.rapbn. 

start 

Go Back to previous page 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 29, 2006, 14:23:56 ; Search time 12 Seconds 

(without alignments) 
1584.487 Million cell updates/sec 

US-08-783-734D-10 
4321 

1 MMCQKFYWLLHWEFLYVIA IPSNVKKFYIHGMCTVLFMD 805 



BLOSUM62 
Gapop 10.0 



Gapext 0.5 

Searched: 103426 seqs, 23619683 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



103426 



Post -processing : 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_AA_New: * 



/EMC_Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 
/EMC__Celerra_SIDS3/ptodata/ 
/EMC_Celerra_SIDS3/ptodata/ 



l/pubpaa/US09_NEW_PUB . pep : * 
l/pubpaa/US06_NEW_PUB .pep : * 
l/pubpaa/US07_NEW_PUB .pep : * 
l/pubpaa/US08_NEW_PUB .pep : * 
1 /pubpaa/ PCT_NEW_PUB . pep : * 
l/pubpaa/US10_NEW_PUB .pep : * 
l/pubpaa/USll_NEW_PUB .pep : * 
l/pubpaa/US60_NEW_PUB .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



Query 

Match Length DB 



ID 



Description 



1 


250.5 


5 


.8 


836 


6 


US 


-10 


-511 


-937-2988 


Sequence 


2988, Ap 


2 


194.5 


4 


.5 


422 


7 


US 


-11 


-296 


-092-32 


Sequence 


32, Appl 


3 


194.5 


4 


.5 


422 


7 


US 


-11 


-296 


-155-32 


Sequence 


32, Appl 


4 


154 


3 


.6 


368 


6 


US 


-10 


-449 


-902-38075 


Sequence 


38075, A 


5 


151 


3 


.5 


1180 


6 


US 


-10 


-505 


-928-459 


Sequence 


459, App 


6 


149 


3 


.4 


229 


7 


us 


-11 


-297 


-134-8 


Sequence 


8, Appli 


7 


149 


3 


.4 


2355 


7 


us 


-11 


-105 


-233-158 


Sequence 


158, App 


8 


136.5 


3 


.2 


635 


6 


us 


-10 


-511 


-937-2424 


Sequence 


2424, Ap 
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9 


136 


3 


. 1 


428 


7 


us- 


11 


-274 


-375 


-8 


Sequence 


8, Appli 


10 


136 


3 


. 1 


629 


7 


us- 


11 


-274 


-375 


-10 


Sequence 


10, Appl 


11 


133 . 5 


3 


. l 


1998 


7 


US- 


11 


-348 


-606 


-3 


Sequence 


3, Appli 


12 


127 


2 


.9 


903 


7 


US- 


11 


-293 


-697 


-2977 


Sequence 


2977, Ap 


13 


126 . 5 


2 


. 9 


1037 


7 


US- 


11 


-259 


-133 


-12 


Sequence 


12, Appl 


14 


126 


2 


. 9 


337 


7 


us- 


11 


-274 


-375 


-2 


Sequence 


2, Appli 


15 


126 


2 


. 9 


428 


7 


us- 


11 


-274 


-375 


-4 


Sequence 


4, Appli 


16 


126 


2 


. 9 


629 


7 


us- 


11 


-274 


-375 


-6 


Sequence 


6, Appli 


17 


117.5 


2 


. 7 


1015 


7 


us- 


11 


-259 


-133 


-14 


Sequence 


14, Appl 


18 


113 . 5 


2 


.6 


1279 


6 


us- 


10 


-449 


-902 


-53619 


Sequence 


53619, A 


19 


111.5 


2 


.6 


972 


7 


us- 


11 


-255 


-147 


-8 


Sequence 


8, Appli 


20 


111.5 


2 


. 6 


972 


7 


us- 


11 


-248 


-956 


-5 


Sequence 


5, Appli 


21 


110.5 


2 


.6 


991 


7 


us- 


11 


-165 


-586 


-62 


Sequence 


62, Appl 


22 


108 


2 


.5 


650 


6 


us- 


10 


-509 


-131 


-11 


Sequence 


11, Appl 


23 


105 


2 


.4 


825 


6 


us- 


10 


-505 


-928 


-650 


Sequence 


650, App 


24 


105 


2 


.4 


825 


6 


us- 


10 


-511 


-937 


-3001 


Sequence 


3001, Ap 


25 


103 


2 


.4 


984 


7 


us- 


11 


-259 


-133 


-22 


Sequence 


22, Appl 


26 


103 


2 


.4 


1042 


7 


us- 


11 


-121 


-154 


-176 


Sequence 


176, App 


27 


102.5 


2 


.4 


306 


6 


us- 


10 


-471 


-571A-700 


Sequence 


700, App 


28 


102 


2 


.4 


1215 


6 


us- 


10 


-505 


-928 


-75 


Sequence 


75, Appl 


29 


101.5 


2 


.3 


539 


7 


us- 


11 


-259 


-133 


-8 


Sequence 


8 , Appl i 


30 


101.5 


2 


.3 


983 


7 


us- 


11 


-302 


-678 


-2 


Sequence 


2, Appli 


31 


101.5 


2 


.3 


983 


7 


us- 


11 


-259 


-133 


-6 


Sequence 


6, Appli 


32 


101.5 


2 


.3 


1650 


7 


us- 


11 


-175 


-714 


-70 


Sequence 


70, Appl 


33 


100 .5 


2 


.3 


1134 


6 


us- 


10 


-449 


-902 


-51943 


Sequence 


51943, A 


34 


100 


2 


.3 


1005 


7 


us- 


11 


-259 


-133 


-20 


Sequence 


20, Appl 


35 


99 


2 


.3 


720 


6 


us- 


10 


-196 


-749 


-170 


Sequence 


170, App 


36 


99 


2 


.3 


720 


7 


us- 


11 


-101 


-316 


-38 


Sequence 


38, Appl 


37 


98 . 5 


2 


.3 


380 


7 


us- 


11 


-220 


-888 


-4 


Sequence 


4 , Appli 


38 


98 . 5 


2 


.3 


380 


7 


us- 


11 


-331 


-993 


-2 


Sequence 


2 , Appli 


39 


98 .5 


2 


.3 


1204 


7 


us- 


11 


-289 


-102 


-236 


Sequence 


236, App 


40 


98 


2 


.3 


600 


7 


us- 


11 


-293 


-697 


-4457 


Sequence 


4457, Ap 


41 


97.5 


2 


.3 


310 


7 


us- 


11 


-220 


-888 


-1 


Sequence 


1, Appli 


42 


97.5 


2 


.3 


984 


7 


us- 


11 


-283 


-329 


-104 


Sequence 


104, App 


43 


97.5 


2 


.3 


1871 


6 


us- 


10 


-501 


-834 


-26 


Sequence 


26, Appl 


44 


97 


2 


.2 


439 


7 


us- 


11 


-297 


-134 


-22 


Sequence 


22, Appl 


45 


97 


2 


.2 


5635 


6 


us- 


10 


-766 


-760 


-2 


Sequence 


2, Appli 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-9.rni. 

start 

Go Back to previous p age 



GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



June 29, 2006, 19:47:09 ; Search time 538.068 Seconds 

(without alignments ) 
8558.022 Million cell updates/sec 

US-08-783-734D-9 
2461 

1 gaggaatcgttctgcaaatc ctgtacttttcatggattag 2461 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



2807332 



1403666 seqs, 935554401 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB. seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB . seq : * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_C0MB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB. seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB.seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB . seq : * 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB . seq : * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl .seq:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



Result 
No. 



SUMMARIES 



Score 



% 

Query 

Match Length DB 



ID 



Description 



1 


2433 


.4 


98 


.9 


3097 


2 


US- 


08- 


599 


-455B-1 


Sequence 


1, 


Appli 


2 


2433 


.4 


98 


.9 


3097 


3 


US- 


09- 


069 


-781B-1 


Sequence 


1, 


Appli 


3 


2433 


.4 


98 


.9 


3097 


3 


US- 


09- 


137 


-132-1 


Sequence 


1, 


Appli 


4 


2433 


.4 


98 


.9 


3097 


3 


US- 


08- 


864 


-564A-1 


Sequence 


1, 


Appli 


5 


2433 


4 


98 


.9 


3097 


3 


US- 


09- 


094 


-410-1 


Sequence 


1, 


Appli 


6 


2433 


4 


98 


9 


3097 


3 


US- 


08- 


708 


-123D-1 


Sequence 


1, 


Appli 
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7 


9477 


4 


9R 


. 9 


3 097 


3 




■08 


-R87 


3 


^. *± _> o 


m 4 


98 


, 9 


3 097 


3 


us - 


08 


-570 


Q 


9477 


A 
• *I 


9R 


# 9 


3 097 


3 


TIC1- 

u 0 


08 


-678 
0 j 0 


i o 


9477 


4 


98 


_ 9 


3097 


4 


TTC _ 


09 


-950 


11 


947 7 


4 


98 


t 9 


3854 


2 


uo 


08 


-599 
j j j 


12 


2433 


_ 4 


98 


. 9 


3854 


3 


us - 


09 


-069 


13 


2433 


b 4 


98 


. 9 


3854 


3 


us - 


09 


-137 


14 


9477 


g 4 


98 


. 9 


3854 


3 


us - 


08 


-864 


1 5 


9477 

*x j O 


4 


98 


, 9 


3854 


7 


uc:- 


09 


-094 


1 6 

X D 


9477 


4 


98 


, 9 


3854 


7 


TTG _ 
U O 


08 


-70R 


17 


9477 

j£ I J J 


• 1 


98 


Q 
• J 


7854 

JO Jl 


7 


UO 


08 
\j 0 


- 67R 
0 j 0 


1 R 


947 7 


A 
• *± 


9R 


Q 
• 7 


78 54 
_> 0 j 1 


A 
*± 


TTC! - 


09 


- 9 RO 

-7 -J \J 


19 


9 764 


• U 


96 


m 1 


2868 


7 


TTCJ- 
u 0 


08 
\j 0 


- 7R0 


2 0 


2163 


t 4 


87 


. 9 


3495 


3 


us - 


08 


-827 


2 1 


2163 


t 4 


87 


, 9 


3650 


3 


us - 


08 


-837 


22 


2163 . 


, 4 


87 


. 9 


3650 


3 


us - 


08 


-803 


23 


2161 . 


. 8 


87 . 


. 8 


3650 


3 


us - 


08 


-837 


24 


2160 


. 2 


87 . 


. 8 


3650 


3 


us - 


08 


-827 


25 


1692 , 


. 2 


68 


. 8 


3102 


7 


TT9- 

uo 


08 


-7R0 


26 


1692 


. 2 


68 


. 8 


3 629 


7 


TTO _ 

uo 


08 


-R77 


27 


1 699 


9 


0 0 1 


R 


1 ROD 


■5 




09 


-097 


28 


1692 


. 2 


0 0 . 


R 


7 R7 1 


9 


TTC!- 

U O 


08 


- R99 

J -7 -7 


29 


1 699 


. 2 


0 0 . 


R 


7 R7 1 

.J O / X 




TTO _ 
UO 


09 


-069 

U O -7 


30 


1692 . 


. 2 


68 


R 


7 R71 

J 0 / X 


-J 


ITCi- 

u 0 


09 


-177 


3 1 


1692 , 


. 2 


£8 


R 


7R71 

J 0 / X 


-5 




09 


-094 

U -7 *± 


32 


1 699 
j. 0 -? . 


9 


6R 


Q 
. O 


J 0 / X 


■3 


TTc;_ 


OR 


- 70R 


7 7 


1692 , 


.2 


6R 


O 
. O 


7871 
0 0 / X 


-a 


TTO _ 
UO 


OR 


-587 

j 0 j 


34 


1692 , 


.2 


6R 

0 0 1 


R 


7 8 71 

J 0 / X 




TTQ - 
uo 


OR 
u 0 


- 570 


3 5 


1692, 


.2 


6fl 

0 0 1 


O 
> O 


7 8 71 

J 0 / X 




TTC! - 
uo 


OR 


-678 


3 6 


1692 . 


.2 


68 


. 8 


3871 


4 


us - 


09 


-950 


3 7 


1692 . 


.2 


68 


. 8 


4102 


7 


uo 


08 


-7R0 


38 


1691 


68 . 


t 7 


3004 


7 


uo 


08 
w 0 


- 7R0 


39 


1690. 


.8 


68 . 


t 7 


2877 


2 


us - 


08 


-697 




1690. 


.8 


0 0 . 


•7 

> / 


9 p r n 




TTC _ 
Uo 


u 0 


C Q7 


41 


1690. 


.8 


68 . 


,7 


2991 


2 


us- 


08 


-355 


42 


1690. 


,8 


68 . 


,1 


2991 


2 


us- 


08 


-588 


43 


1690. 


.8 


68 . 


,1 


2991 


2 


us- 


08 


-693 


44 


1690. 


.8 


68 . 


,7 


2991 


2 


us- 


08 


-640 


45 


1690. 


8 


68 . 


.7 


2991 


3 


us- 


08 


-693 



153A- 1 




1, Appli 


142D- 1 




1, Appli 


524B- 1 




1. ADDli 


149-1 


Secruence 


1, Appli 


455B-42 


Sequence 


42, Appl 


781B-42 


Sequence 


42, Appl 


132-42 


Sequence 


42, Appl 


564A-42 


Sequence 


42, Appl 


410-42 


Sequence 


42, Appl 


123D-42 


Sequence 


42, Appl 


524B-42 


Sequence 


42, Appl 


149-42 


Sequence 


42, Appl 


562-8 


Sequence 


8, Appli 


962-17 


Sequence 


17, Appl 


635-5 


Sequence 


5, Appli 


346-2 


Sequence 


2, Appli 


635-7 


Sequence 


7, Appli 


962-16 


Sequence 


16, Appl 


562-6 


Sequence 


6, Appli 


635-6 


Sequence 


6, Appli 


655-885 


Sequence 


885. Add 


455B-3 


Sequence 


3, Appli 


781B-3 


Sequence 


3, Appli 


132-3 


Sequence 


3, Appli 


410-3 


Sequence 


3, Appli 


123D-3 


Sequence 


3 , App 1 i 


153A-3 


Sequence 


3, Appli 


142D-3 


Sequence 


3 , App 1 i 


524B-3 


Sequence 


3 , App 1 i 


149-3 


Sequence 


3 , App 1 i 


562-1 


Sequence 


1, Appli 


562-5 


Sequence 


5, Appli 


697-35 


Sequence 


35, Appl 


697-32 


Sequence 


32, Appl 


888A-6 


Sequence 


6, Appli 


190-1 


Sequence 


1, Appli 


697-6 


Sequence 


6, Appli 


389A-1 


Sequence 


1, Appli 


696-6 


Sequence 


6, Appli 
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SCORE Search Results Details for Application 
08783734 and Search Result us-08-783-734d 
9.rnpbm. 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-9.rnpbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



June 29, 2006, 19:48:31 ; Search time 4052.66 Seconds 

(without alignments) 
7461.730 Million cell updates/sec 

US-08-783-734D-9 
2461 

1 gaggaatcgttctgcaaatc ctgtacttttcatggattag 2461 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



18892170 seqs, 6143817638 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



37784340 



Database : 



Published_Applications_NA_Main: * 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 



/EMC_Celerra__SIDS3/ptodata/2/pubpna/US07_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US09C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10A_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10B_PUBCOMB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10C_PUBCOMB. seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10D_PUBCOMB. seq: * 
/ EMC_Ce 1 e r r a_S IDS3/ptodata/2/ pubpna / US 1 0 E_PUBCOMB .seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBC0MB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/US10G_PUBC0MB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllA_PUBC0MB.seq: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBC0MB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBC0MB.seq:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBC0MB.seq:* 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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This page gives you Search Results detail for the Application 08783734 and Search Result us-08- 

783-734d-9.rnpbn. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



June 29, 2006, 19:57:54 ; Search time 358.712 Seconds 

(without alignments) 
8112.698 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



US-08-783-734D-9 
2461 

1 gaggaatcgttctgcaaatc ctgtacttttcatggattag 2461 

I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



809770 seqs, 591248006 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



1619540 



Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : Published_Applications_NA_New: * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US09_NEW_PUB . seq : * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US06_NEW_PUB.seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US07_NEW_PUB.seq:* 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US08_NEW_PUB.seq:* 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/PCT_NEW_PUB. seq: * 

6 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US10_NEW_PUB . seq: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/USll_NEW_PUB.seq:* 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpna/US60_NEW_PUB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 





1 


1692 


2 


68 


.8 


5157 


7 


US- 


11 


-266 


-748A- 


56701 


Sequence 


56701, A 




2 


1676 


68 


.1 


4968 


7 


US- 


11 


-266 


-748A- 


31964 


Sequence 


31964, A 




3 


1087 


8 


44 


2 


1538 


7 


US- 


11 


-266 


-748A- 


250506 


Sequence 


250506, 


c 


4 


1087 


8 


44 


2 


1538 


7 


US- 


11 


-266 


-748A- 


311023 


Sequence 


311023, 




5 


554 


2 


22 


5 


756 


7 


US- 


11 


-266 


-748A- 


368606 


Sequence 


368606, 


c 


6 


554 


2 


22 


5 


756 


7 


US- 


11 


-266 


-748A- 


451985 


Sequence 


451985, 




7 


338 


8 


13 


8 


1000 


7 


US- 


11 


-266 


-748A- 


220684 


Sequence 


220684, 




8 


338 


8 


13 


8 


1000 


7 


US- 


11 


-266 


-748A- 


284131 


Sequence 


284131, 



http://es/ScoreAccessWeb/GetItem.action?AppId=08783734&seqId=549412&ItemName=us... 7/18/06 



SCORE Search Results Details for Application 08783734 and Search Result us-08-783-7... Page 2 of 2 



Q 


9 


338 


. 8 


13 


. 8 


1000 


7 


us - 


■11 


-966 


-74ft A- 335560 




335560 




10 


338 


.8 


13 


. 8 


1000 


7 


us - 


■11 


-266 


-748A-394090 


^ V»4 V^, X X \y 


394020 


Q 


11 


338 


.8 


13 


. 8 


1000 


7 


us - 


■11 


-266 


-748A-465066 




465066 




12 


179 


.4 


7 


. 3 


54 0 


7 


US- 


■11 


-266 


-748A- 52634 


Secnience 


52634 A 




13 


179, 


.4 


7 


. 3 


965 


7 


US- 


■11 


-266 


- 74 8A-2 50812 


•h^ W> \m4 ^L^^XX\mf 


250812 


c 


14 


179 , 


.4 


7 


. 3 


965 


7 


US- 


'11 


-266 


- 748A-311329 


Secnience 


311329 , 




15 


116 


4 


. 7 


659 


7 


US- 


'11 


-266 


- 748A-47098 

/ tx un ^x / vs «/ u 


knJ V>^ ^4 Uwii^ X—' 


47098 A 




16 


39 


1 


. 6 


3085 


7 


US- 


11 


-266 


-74 8A-28955 


4hJ UdX\_rC 


28955 A 




17 


35 . 


. 8 


1 


. 5 


291 


7 


US- 


11 


-266 


-748A-8149 




814 9 An 




18 


35 . 


. 6 


1 


. 4 


726 




US- 


■10 


-471 


- 571A-5187 




5187 An 


c 


19 


35 . 


. 2 


1 


. 4 


639 


7 


US- 


11 


-266 


- 748A- 52821 




52821 A 


c 


20 


35 . 


. 2 


1 


. 4 


722 


7 


US- 


11 


-266 


-748A- 79651 




79651, A 


c 


21 


35 . 


. 2 


1 


. 4 


722 


7 


US- 


11 


-266 


-748A-110622 


*J LXdX^«C 


110622 




22 


35. 


,2 


1 


. 4 


722 


7 


US- 


11 


-266 


-748A-132462 


Cpmipnr'p 

^ LL^ll^C 


132462 


c 


23 


35 . 


,2 


1 


. 4 


816 


7 


us- 


11 


-266 


-748A-163458 




163458 , 


c 


24 


35. 


,2 


1 


. 4 


907 


7 


us- 


11 


-266 


-748A-79652 


L_> CU UdXV_> c 


79652 A 


c 


25 


35. 


,2 


1 


. 4 


907 


7 


us- 


11 


-266 


-748A- 110623 




110623 




26 


35, 


,2 


1 


. 4 


907 


7 


US- 


11 


-266 


-748A- 132463 




1324 63 , 


c 


27 


35. 


2 


1 


. 4 


1527 


7 


US- 


11 


-266 


-748A-348151 


^pmiPnpp 


3481 51 


c 


28 


35. 


,2 


1 


. 4 


1527 


7 


us- 


11 


-266 


-748A-381638 


Spmipnrp 
c ^ uciicc 


381638 

J O X O J O i 




29 


35. 


2 


1 


. 4 


1527 


7 


US- 


11 


-266 


-748A-431530 




4** 1 5^0 

*± _> J. J J U / 


c 


30 


35. 


2 


1 


. 4 


1834 


7 


us- 


11 


-266 


-748A-185027 


Secruence 

^t- A L \++ \^ 


185027 


c 


31 


35. 


2 


1 


.4 


1834 


7 


us- 


11 


-266 


-748A-192533 


Secruence 


192533 , 




32 


34. 


8 


1 


. 4 


1474 


7 


us- 


11 


-266 


-748A-27239 


fipmiPTirp 


27239 A 




33 


34. 


4 


1 . 


. 4 


3033 


7 


US- 


11 


-293 


-697-103 


OprniPTlPP 


103 Ann 


c 


34 


34. 


2 


1 , 


. 4 


1804 




us- 


10 


-953 


-349-11271 


flpfniPTlPP 


112 71 A 

X 1Z / X f n 


c 


35 


34 


1 , 


, 4 


599 


6 


US- 


10 


-449 


-902-4612 


»3 C U. CI 1 \~ c 


4 619 An 




36 


34 


1 , 


, 4 


1062 


6 


US- 


lO- 


-449 


- 902 -228 9 

J \J £i £i £> Q J 








37 


34 


1 , 


, 4 


3642 


7 


US- 


ll- 


-217 


-529-79570 




7 Q5 7 n A 




38 


34 


1 , 


, 4 


4192 


7 


US- 


11 


-266 


-74RA- 561 24 




56194 A 


c 


39 


33. 


8 


1 , 


, 4 


1058 


7 


US- 


11- 


-266 


-748A- 16655*^ 


Q cirri i on 


1 66 5 5^ 
loo j jj / 




40 


33. 


8 


1. 


.4 


3152 


7 


us- 


11- 


-266 


-748A-348490 


Sequence 


348490 , 




41 


33. 


8 


1. 


,4 


3152 


7 


us- 


11- 


-266 


-748A-381851 


Sequence 


381851, 


c 


42 


33. 


8 


1. 


,4 


3152 


7 


us- 


11- 


-266- 


-748A-431869 


Sequence 


431869, 




43 


33. 


8 


1. 


,4 


150024 


7 


us- 


11- 


-266- 


-748A-60141 


Sequence 


60141, A 




44 


33. 


6 


1. 


,4 


640 


7 


us- 


11- 


-266- 


-748A-41507 


Sequence 


41507, A 




45 


33. 


6 


1. 


,4 


992 


7 


us- 


11- 


-266- 


-748A-364302 


Sequence 


364302, 



http://es/ScoreAccessWeb/Gefltem.action?AppId=08783734&seqId=549412&ItemNarne==us... 7/18/06 



